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Supplementary Table 1. Genes with significantly (p < 0.05) up-regulated (ratio > 1.4) or down-regulated (ratio < 0.714) (i.e. genes with a 1.4-fold change) in either HCT116 p53-WT (24 genes) or p53-null cells (21 genes) after exposure to 2.5 or 5 µM BaP for up to 48 h.
	 
	 
	 
	 
	24 h
	48 h

	 
	 
	 
	
	p53-WT
	p53-null
	p53-WT
	p53-null

	IMAGE clone ID
	Gene symbol
	Genbank ID
	Description
	2.5 M
	5 M
	2.5 M
	5 M
	2.5 M
	5 M
	2.5 M
	5 M

	1814798
	ALDH1A3
	AF198444
	Aldehyde dehydrogenase 1 family, member A3
	1.85
	2.56
	1.60
	2.07
	2.05
	2.20
	1.88
	2.23

	140997
	GDF15
	BQ883534
	Growth differentiation factor 15
	 
	1.83
	1.11
	1.61
	1.53
	1.84
	1.32
	1.72

	1926446
	E2F6
	NM_198258
	E2F transcription factor 6
	 
	1.82
	 
	1.61
	1.31
	1.79
	1.37
	1.65

	855624
	ALDH1A1
	NM_000689
	Aldehyde dehydrogenase 1 family, member A1
	 
	1.89
	 
	1.57
	1.50
	1.93
	1.38
	1.42

	324356
	NQO1
	NM_000903
	NAD(P)H dehydrogenase, quinone 1
	1.35
	1.31
	1.05
	1.19
	1.58
	1.58
	1.37
	1.44

	1673711
	GOLGA1
	U51587
	Golgi autoantigen, golgin subfamily a, 1
	0.78
	0.94
	0.91
	1.11
	1.50
	1.55
	1.09
	1.68

	868630
	TGFB1I4
	NM_183422
	Transforming growth factor beta 1 induced transcript 4
	1.44
	1.59
	1.33
	1.29
	1.40
	1.44
	1.24
	1.13

	51345
	TIPARP
	CR749647
	TCDD-inducible poly(ADP-ribose) polymerase
	 
	2.08
	 
	1.40
	1.18
	1.76
	 
	1.46

	2330194
	ALDH1A3
	AF198444
	Aldehyde dehydrogenase 1 family, member A3
	1.47
	1.33
	1.11
	1.25
	1.53
	1.39
	1.20
	1.32

	299020
	ALDH1A1
	NM_000689
	Aldehyde dehydrogenase 1 family, member A1
	 
	1.55
	 
	1.37
	1.48
	1.38
	1.38
	1.26

	897690
	TRA1
	AK025459
	Tumor rejection antigen (gp96) 1
	1.03
	0.96
	1.06
	0.95
	1.07
	1.44
	1.01
	1.02

	813387
	NQO1
	NM_000903
	NAD(P)H dehydrogenase, quinone 1
	1.41
	1.17
	1.19
	1.24
	1.27
	1.40
	1.29
	1.31

	784772
	AKAP12
	NM_005100
	A kinase (PRKA) anchor protein (gravin) 12
	1.18
	1.40
	1.11
	0.96
	1.13
	1.13
	0.99
	0.89

	436062
	CPOX
	BC023551
	Coproporphyrinogen oxidase
	1.41
	1.18
	1.09
	1.08
	1.31
	1.30
	1.09
	0.95

	 
	 
	 
	
	 
	 
	 
	 
	 
	 
	 
	 

	47428
	KITLG
	CR749222
	KIT ligand
	0.82
	0.72
	0.88
	0.90
	0.79
	0.71
	0.83
	0.71

	21619
	ADD3
	BX538224
	Adducin 3 (gamma)
	0.95
	0.67
	1.08
	1.06
	0.85
	0.98
	0.72
	0.88

	841664
	CAV1
	NM_001753
	Caveolin 1, caveolae protein, 22kDa
	0.79
	0.68
	0.85
	0.77
	0.73
	0.72
	0.73
	0.69

	112853
	FDFT1
	AK098208
	Farnesyl-diphosphate farnesyltransferase 1
	1.00
	1.01
	0.96
	0.89
	0.97
	0.69
	0.96
	1.10

	46546
	DHCR7
	BC000054
	7-dehydrocholesterol reductase
	 
	0.95
	 
	0.87
	0.97
	0.64
	1.00
	1.14

	233279
	SCD
	NM_005063
	Stearoyl-CoA desaturase (delta-9-desaturase)
	0.99
	0.87
	1.04
	0.85
	0.76
	0.48
	0.94
	1.23

	242683
	RABGAP1L
	AB007940
	RAB GTPase activating protein 1-like
	0.70
	 
	0.95
	1.00
	1.00
	1.03
	1.02
	1.04

	44975
	IDI1
	BX537663
	Isopentenyl-diphosphate delta isomerase
	1.03
	0.87
	1.10
	0.96
	1.02
	0.68
	1.01
	1.06

	123474
	SCD
	NM_005063
	Stearoyl-CoA desaturase (delta-9-desaturase)
	0.92
	0.96
	1.20
	0.86
	0.82
	0.55
	0.97
	1.16

	382773
	MALAT1
	BX538238
	Metastasis associated lung adenocarcinoma transcript 1 (non-coding RNA)
	0.67
	1.13
	0.86
	1.12
	1.11
	0.80
	1.26
	1.03

	196501
	ARMET
	BF032163
	Arginine-rich, mutated in early stage tumors
	1.24
	1.21
	1.28
	1.26
	1.23
	1.55
	1.47
	1.43

	210405
	PSME2
	CR618033
	Proteasome (prosome, macropain) activator subunit 2 (PA28 beta)
	1.10
	1.26
	1.10
	1.14
	1.25
	1.37
	1.28
	1.42

	26474
	FOS
	BX647104
	V-fos FBJ murine osteosarcoma viral oncogene homolog
	0.83
	1.10
	1.00
	2.10
	0.99
	0.85
	0.92
	0.98

	753104
	 
	 
	
	 
	1.09
	 
	2.03
	1.16
	1.17
	0.99
	1.07

	840944
	EGR1
	NM_001964
	Early growth response 1
	0.80
	1.17
	1.07
	2.25
	1.07
	1.21
	1.04
	1.23

	259649
	IER3
	BM994398
	Immediate early response 3
	1.21
	1.36
	1.36
	1.43
	1.29
	1.29
	1.28
	1.34

	210429
	DUSP1
	AK127679
	Dual specificity phosphatase 1
	0.96
	1.08
	0.99
	1.63
	1.00
	1.04
	0.97
	0.99

	 
	 
	 
	
	 
	 
	 
	 
	 
	 
	 
	 

	309678
	DKK1
	CR594190
	Dickkopf homolog 1 (Xenopus laevis)
	0.80
	0.74
	0.77
	0.69
	0.90
	0.98
	0.63
	0.55

	81289
	ACTG2
	BF965163
	Actin, gamma 2, smooth muscle, enteric
	0.94
	0.76
	1.09
	0.82
	0.79
	0.98
	0.78
	0.64

	83083
	ITIH3
	NM_002217
	Inter-alpha (globulin) inhibitor H3
	0.92
	0.84
	0.93
	0.81
	0.80
	0.99
	0.79
	0.70

	34357
	ACTB
	AK125561
	Actin, beta
	 
	0.91
	1.09
	0.79
	0.88
	1.08
	0.76
	0.63

	302933
	 
	 
	
	0.92
	0.89
	1.04
	0.76
	0.82
	0.87
	0.77
	0.63

	299658
	ACTA1
	BC043359
	CDNA FLJ34894 fis, clone NT2NE2017982
	1.02
	0.74
	1.05
	0.82
	0.74
	0.89
	0.73
	0.65

	200862
	CAV1
	NM_001753
	Caveolin 1, caveolae protein, 22kDa
	0.81
	0.73
	0.87
	0.76
	0.75
	0.78
	0.70
	0.76


1Shaded genes represent genes modulated by BaP in both HCT116 p53-WT and p53-null cells. 
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